INSTRUCTIONS FOR MICROARRAY OF HALO GENE NETWORK
Your goal is to determine relationships that define and regulate the bR network.  

1. How does bat effect the expression of these genes?  Is the effect positive or negative?  (Positive = gene expression increases when bat is overexpressed or gene expression decreases when bat is knocked out.  Negative = gene expression decreases when bat is overexpressed or gene expression increases when bat is knocked out.)
Add arrows from bat to the genes it affects.
2. Add (+) for positive relationships and (-) for negative relationships next to your arrows from bat to gene.
3. Question:  What would happen to the genes if bat were over expressed?  (make sure to include all of the genes)
Genes bop, brp, and crtB1 would increase when bat is over expressed.

4. How do the expression levels of the genes in the bop knockout strain compare to the normal strain?
There is no difference.

5. What does this suggest about how bop affects expression of the different genes?
This suggests that the gene bop does not affect the expression of the different genes.

6. What does this suggest about bop’s role in regulating bR?
This suggests that bop does not play a role in regulating bR.

7. You just suggested a hypothesis for the roles (if any) of bat and bop in the regulation of the other genes.  What data/information would help you test these hypotheses or support or refute these hypotheses?
Information on what the genes do as far as regulation (homology), information on the products of the genes do for the cell (biochemistry).
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